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CONCLUSION

Measurements of
H3K27Me3-nucleosome
titers:

RESULTS

H3K27Me3-nucleosome titers tends to predict PFS in
patients without ICl, particularly at baseline

CONTEXT

Epigenetic modifications of nucleosomes (DNA wound
around histone proteins released into the blood stream
after cell death) are involved in gene expression and are
dysregulated in tumors (Scheme 1).

Q H3K27Me3-nucleosome titers are prognostic for OS at
baseline and 3™ cure, regardless of ICI
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MATERIALS & METHODS

(06PM) at baseline (left) (Wilcoxon test, p = 0,051) and after 2 cycles of treatment (right) (Wilcoxon test, p = 0,397).
Median H3K27Me3 baseline in 05PM = 11.86 ng/mL; Median H3K27Me3 baseline in 06PM = 27.07 ng/mL;Median
H3K27Me3 at 3rd cure in 05PM = 11.56 ng/mL; Median H3K27Me3 at 3rd cure in 06PM = 29.71 ng/mL

(B) Survival analyses according to H3K27Me3-nucleosome titers at diagnosis (left) and after the 3" cure (right) in
patients with metastatic lung cancer independently of treatment.

The association between
nucleosomes titers and
molecular profiling on
circulating DNA will be
pursued considering the
small effective studied
herein.

Figure 2

Progression-free survival analyses according to H3K27Me3-nucleosome blood titers at diagnosis (A) and at 3™ cure

 K2EDTA plasma samples from 45 patients with stage IV NSCLC
were collected at diagnosis and throughout disease management
(at each treatment cycle) from the prospective ONCOPRO study
(NCT03787056) led in the University Hospital of Lyon.

Patients were grouped according to first-line treatment: cohort
05PM = with immunotherapy (n=21) and cohort 06PM = without

(B) in the palliative cohorts treated with immunotherapy (05PM, left) and without immunotherapy (06PM, right).

€) H3K27Me3-nucleosome titers and ctDNA mutational status were not related
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Figure 3
> CONTACT:

H3K27Me3 concentrations according to circulating tumor DNA mutational status (MUT = mutant, WT = wild-type) at baseline (A) and after 2 cycles of treatment (B).
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