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CONTEXT RESULTS
9 Curative cohort have lower levels of H3K27Me3- and CONCLUSION
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Results of a preliminary analysis are presented here.
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Association with survivals was quantified by Hazard ratios (HR).
DiagnOStiC accuracy (Or ab|||ty to predict event) was quantified Survival analysis in palliative cohort according to H3K27Me3- (up) and H3K36Me3-nucleosome (down) blood levels at diagnosis. Progression-free survival in palliative cohort according to H3K27Me3- (up) and H3K36Me3-nucleosome (down) blood titers at diagnosis. Time- CONTACT:

dependent ROC curve for prediction of progression at 3, 4 and 7 months based on baseline concentrations of H3K27Me3 (up) and H3K36Me3 (down) in the palliative cohort without immunotherapy
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