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Figure 1: (A) H3.1 containing nucleosomes are elevated in some but not all cancer samples as well as in sepsis. (B) iChor
CNA shows genomic amplifications and deletions across the genome in plasma from a non-Hodgkin’s lymphoma patient,
but not a prostate cancer or sepsis sample. (C) Representative samples and the corresponding nucleosome level and CNA
and tumor fraction characterization. Nucleosome levels are correlated with copy number alterations in cancer but not
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